Sampel  GAPDH Ct AURKA Ct ACt genes KLF4 Ct ACt genes cMYC Ct
Avg ACt Avg ACt
+ACt -ACt +ACt "ACt

H7 30.03  34.34 4.31 32.7 2.67 267  34.39
H9 2933  33.82 4.49 32.77 3.44 3.44  33.72
H10 3023  32.86 2.63 36.33 6.1 30.33
H11 29.66  32.26 2.6 38.87
H15 34.18  32.09 -2.09 33.5 -0.68

H16 3624  31.91 433 3121 5.03 3494
H17 317 3117 053  33.41 1.71 35.74
H18 3131  28.24 3.07  33.98 2.67 32.79
H19 31.57  29.21 236  34.63 3.06 32.64
H22 29.92 39.3 9.38 32.81 2.89 35.42
avg 31417  32.52 4.682 33.48222 3.22 34.31556
SD 2211757 3.033297  1.390999641 1.432417  3.859438647 2.391689



ACt genes MDM2 Ct ACt genes
Avg ACt Avg ACt
+ACt -ACt +ACt -ACt
4.36 39.7 9.67
4.39 35.47 6.14
0.1
9.21 38.67 9.01
34.92 0.74
-1.3 30.36 -5.88
4.04 28.85 -2.85
1.48 30.31 -1
1.07 26.87 -4.7
5.5 34.27 4.35
3.76875 33.26889 5.982
2.66 4.427097 2.139367118



